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metamorphosis 373(BR) 
Drosophila 306 
microcell, chicken—human 
hybrids 170(M) 
microsatellites, genetic instability 
450(TT) 
midbrain—hindbrain development 
15 
minicolumns, DNA recovery 
33K TT) 
mitochondrial DNA see mtDNA 
mitosis 
control, S. pombe 345 
spindle detection 452(TT) 
molecular biology 199(BR), 
325(BR), 430(BR), 488(BR) 
molecular evolution 533(MR), 
534(BR) 
molecular genetics 535(BR) 
Molony murine leukaemia virus 
400 
morphallaxis 363 
morphogenetic furrow, 
Drosophila eye 121 
morphogens, Hydra 91 
motor neurone disease 433 
mouse 
artificial insemination 44(TT) 
cell signalling 343(M) 
disease resistance 201 
embryos, /acZ gene analysis 
445(TT) 
8-galactosidase quantification 
498(TT) 
hybrid sterility 412 
immunodeficiency 461(M) 
knockouts 117(G), 236(G), 
323(G), 444(L), 485(G) 
limb development 253, 
292(M) 
midbrain—hindbrain 
development 15 
model, human diseases 
170(M), 509(M) 
motor neurone disease 433 
mutagenesis 433 
myelin degeneration 47(M) 


neurodegenerative disorders 


207 
obesity 440 
p53 444(L) 


pigmentation 299 
potassium channel mutation 
46(M) 
quaking gene 169(M) 
retinitis pigmentosa 398(M) 
Wilson disease model 
509(M) 
Xist gene 89(M) 
mRNA 
differential display 502(TT) 
editing 6, 418 
stability, higher eukaryotes 
171 
mtDNA 
deletion mapping 131(TT) 
evolution 248 
multiple endocrine neoplasia type 
2 138 
muscular dystrophy 119(BR), 
294 
mutagenesis 79(BR), 429(BR) 
conditional mutations, 
mammals 181 
mouse 433 
mutant fixation 246 
Mutation Database 328 


mutation 
conditional 181 
rate, E. coli 343(M) 
Mycoplasma 


genome organization 289(L) 
infection, protection against 
132(M) 
non-orthologous gene 
displacement 334(L) 
myelin degeneration, mouse 
47(M) 
myelination, mouse quaking gene 
169(M) 
myf5 gene, myogenesis 218 
MyoD gene family 218 
myogenesis 218 
muscular dystrophy 294 
myelin degeneration 47(M) 
myf5 gene 218 
myosin 206 
quaking gene, mouse 
169(M) 
myosin 206 
myotonic dystrophy 296, 332 


N 

nanos gene, Drosophila 478 

natural genetic competence, 
bacteria 150 

natural selection, plants and 
enemies 212 

Neisseria gonorrhoeae, natural 
genetic competence 151 


t 
| 
ig 
: 
= 


nerve growth factor 365 
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